PDGFaR/CD9 two-color cytometry
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B PDGFaR/CD9 (n=6)
CD9% in PDGFaR* PDGFaR% in CD9* Does PDGFaR sorting
+/+ +/- -[+ fraction fraction enrich CD9+ cells?
2.582+1.50% 1.337+0.29% 4.669+2.47% 49.6 +5.4% 32.0+4.6% 14.4 + 2.3 fold

Highly significantly greater than 1
One sample t-test p=0.0002
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